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A new type of synthetic
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OUR aim was to improve techniques for drug development by
facilitating the identification of small molecules that bind with
high affinity to acceptor molecules (for example, cell-surface recep-
tors, enzymes, antibodies) and so to mimic or block their interaction
with the natural ligand'?. Previously such small molecules have
been characterized individually on a serial basis. The systematic
synthesis and screening of peptide libraries of defined structure
represents a new approach. For relatively small libraries, predeter-

: mined sequence variations on solid-phase supports have been
prOf VIC'[OI’ \] HrUby used™®, and large libraries have been produced using a bac-
teriophage vector into which random oligodeoxynucleotide sequen-
ces have been introduced®™®, but these techniques have severe
limitations. Here we investigate an alternative approach to syn-
thesis and screening of peptide libraries. Our simple methodoiogy
oreatlv enhances the nroduction and ranid evalnation nf randam
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-2.882 (2) A)."° A General and Expedient Method for the Solid-Phase
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Very powerful methods have recently been developed for the
combinatorial synthesis of large libraries of peptides which are
then screened against a specific receptor or enzyme in order to
determine the optimal peptide sequence for high alffinity to that

B. A. Bunin, J. A. Ellman, J. Am. Chem. Soc. 114, 10997-10998 (1992)
M. J. Plunkett, J. A. Ellman, ibid., , 3306-3307 (1995).
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B. A. Bunin, J. A. Ellman, J. Am. Chem. Soc. 114, 10997-10998 (1992)
M. J. Plunkett, J. A. Ellman, ibid., , 3306-3307 (1995).
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Figure 2. Growth of the Combinatorial Chemistry Literature:
Non Organic and Non Pharmaceutical

Journal Articles
Patents

ﬁ#@ﬁﬁ@####ﬁ

Publication Year



CC HTS




[ 1 [

HTS

HTS(High Throughput Screening)




