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U Phe | Ser Tyr Cys 4 @
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The Genetic Code
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Cosmid clones (ca. 40kb)
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Partial digest‘iV ﬂ_ﬁring force

Cosmid clones (ca. 40kb) Shotgun clones (1 - 2kb)

| ===

Ordering cosmid clones

Seguence
Original AGCATGCTGCAGTCATGCTTAGGCTA
First shotgun sequence AGCATGCTGCAGTCATGCT-------
------------------- TAGGCTA
Second shotgun sequence AGCATG-—----mmomome
------ CTGCAGTCATGCT
Reconstruction AGCATGCTGCAGTCATGCTTAGGCTA

Clone-by-clone sequencing Shotgun sequencing
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Major depression episode (%)

Science 301, 386(2003)

35, ‘s’ genotype 354 T genotype
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Bioinfor matics

GPCR
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Bioinfor matics

GPCR

GPCR

GPCR 7-800
GPCR

10 20 30 40 50 60 70 80
(A% GIHDQEWOVLTHUGKYESDLAGHGHAVLHRTFKSHPETHDREDE FRELETPDEMRG SEDH KRG VINL T= LGOI LKEES
bl GLSDOEWOOVLTI WEKYEADT AGHSHEVLMELFHDHPETTDEELK FKGLETPDCMEGSEDL EEHG ATV L TOLGKT LK QKG
2Pl ol GLEDOENOOVLST WY ESDLAGHSHOVLMELF CDHP ET LD REFEK FKGLETPDCMEGSEDL EFHG VIV TOLGKTLEQKS
L) Sy GLSDOENOO VLTI WEKYESDLPGHGHEVLMELE FDHP ET LD EFER FKGLETPDCMEA SEDL EFEHGVTVL TOLGKTLEQKS
1?33 GLSDOENQH VLTI WCEKYESCLAGHSHOVLMRLF ODHP ET LD REEK FKGLETPDOMKG SEDLEEHG VINL TULGKITKQES
hiLH=E GLSDOENOO VLTI WEKYEADL AGHGHAV L MELF CDHPET LD REFEK FKGLETPDCMEGSEDL EFHG VIV L TOLGKILEQKS
AAAN GLSDOEWOK VLA T WEKWESDL AGHSHAVLMELF(DHPETTDEFEK FKGLETPDCMEGSEDL EEHGLTVF TOLGKILEQKS

a0 100 110 120 130 140 150
{804 HHEAETKPLSOTHATKHEREVEYLEFISE ATHKVI AQKHASNEGA DACE AMIE ATET FRND HASK YEEF GFQG
S kL NHESELKPLAQTHATKHEIPVEYLEFSEVI TKVIAEKHA A DFGA LS04 AMEE ATFT FRNDMASK YEEFGFOG
) NHESELKFLAQTHATKHEIPVEYLEFLSEATME VI AEKHAA DFGEGLE04 AMEE ATFT FRNDMASK YEEFGFOG
i NHESELKPLAQTHATKHEIPVEYLEFLSEVI TKVIAEKHSADFGA LS04 AMEE ATFT FRNDMASK YEEFGFOG
W7 ER 9% HHESELKFLACTHATKHEIFVEYLEFISEAT TK VI ARKHASSFGA DS0A AMKE ATFT FRNDHASK YREFGFOG
HLHE HHEAETHPL ACTHATHHEIPVEYLEFLSEVI TKVIAEKHSADEFGA LS04 AMEE ATFT FRNDMASK YEEF GFOG

GPCR
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Embryonic stem cells
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Embryonic stem cells ?
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